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1) Ch^ric expression promoter comprising at least one nucleic 
acid seXnce, derived- from" a first plant promoter comprising a 
plant vasc\lar expression promoter region, said planr vascular 
expression promoter region being replaced with a nucleic acid 
sequence derived from a second plant promoter and comprising a 
plant areen tissue expression promoter region. 

2) Chimeric expression promoter according to claim -1, wherein 
said first plant \omoter originates from the Commelina Yellow 
Mottle Virus iCottA and said second plant promoter originates, 
from i-he Cassava Vein\ Mosaic Virus (CsVMV) . 

3) Chimeric promoter\ccording to any one of the preceding claims 
wherein the nucleic acioXsequences originate from the intergenic 
rM ions of said first and\second promoters. 

4) " Chimeric promoter according to any one of the preceding claims 
wherein it comprises at leak a part of a nucleic acid sequence 
identified in the sequence lasting under the number SEQ.ID01 fused 
to at least a part of a nuclei\identif ied in the sequence listing 
under the number SEQ.ID02. \ 

5) Chimeric promoter according \o anyone of the preceding claims, 
wherein the nucleic acid sequence \f the chimeric promoter 
consists of a sequence selected frcA the group consisting or the 
sequences identified in the sequence Visting under the numbers 
SEQ.ID03, SEQ.ID04, SEQ.ID05, SEQ.ID0& SEQ.ID07, SEQ.ID19, 
SEQ.ID20, SEQ.ID21, SEQ.ID22, SEQ.ID23AsEQ.ID24 and SEQ.ID25. 

6) Chimeric expression promoter comprising a promoter of viral 
origin, of which a part consists of an exogenous element capable 
of promoting expression in plant green tissues (GT) . 

7) Chimeric expression promoter according Vo claim 6, wherein the 
GT exogenous promoter element is also of viraU origin. 

8) Chimeric expression promoter according to\claim 6, wherein tne 
promoter of viral-origin originates from the Commelina Ye-l-low _ 
Mottle Virus (CoYMV) . V 

9) Chimeric expression promoter according to claam 8, wherein tne 
exogenous promoter element originates from the Cassava Vein Mosaic 
Virus (CsVMV) . 
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» ■ „ m mA-or accordinq to claim 6, wherein the 

10) Chimeric expression promouer accoruxuy 

\ = ->r> anrinapnous vascular tissue 

exogenous GT Element replaces an enaog.nt- 

expression (VT') promoter of viral origin. , . 

-11) Chimeric Oleometer according to ^-^r^f^n^^ 
claim?, whereinVt further comprises at least one -endosperm like" 

* A- \ 

box* \ 

12) . Chimeric propter according to ^-^^^n^^ 
daimaf -h.»ln it W"« comprises at least one «asl like" boxed 
opera&y linked to ke plant green tissue expression GT promoter 

elemfenr . \ " ' 

\ 13 , Chimeric pro-moteA according to ol the y i*u*Uxng 

claim^ wherein it furLr comprises at least one "asl" box- 
Ooperaoly linked to the \reen tissue expression GT promoter 
i element . \ 

m 14) Chimeric promoter according to W u ao.of rh n p mrnrii ng 

1 claimaf wherein xt furtheA comprises at least one "as2" box 

« ^ r^ianV nrppn i-i**ue expression GT promoter 

H operably linked to the plant green ,x,.-^ ^ 

b element. \ 

O 15) Chimeric promoter according to any ons of thn pr^e e^ 
S claim*f wherein the one or mor\ of the -asl like", "Ml", and 

2 « as 2" boxes are operably linkedWtream or downstream of the . 
S plant green tissue expression GTWomoter element. .. 

16) Chimeric promoter according \o-*»y-^e-**H^^ 

• - claim*, 1 wherein the one or more of\the "asl like", "asl", and 
. m «as2" boxes are operably linked informal (5«>3M or inverse 
{ V >5 ' } orient at ion . \ 

17) Chimeric promoter according to Ay ono of th e -p^eee^ 
claxms-* wherein xt comprises at least We "as2/as2/as2» box xn 
normal (5'>3«) or inverse (3«>5') orientation. 

18) Chimeric promoter according to claim? 6 *e-**, 
wherein it comprises at least a sequence W«i from the group 
consisting of the sequences identified in W sequence list xng 
under the numbers SEQ.ID03, SEQ.ID04, SEQ.&05, SEQ.ID06, 
SEQ.ID07, SEQ.ID19, SEQ.ID20, SEQ.ID21, SEqW, SEQ.ID23, 

SEQ.ID24 and SEQ.ID25. \ 

19) Expression cassette comprising at least o^e nucleic acxd 
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sequence derived frWn a first plant promoter comprising a plant 
vascular expression urometer region, said plant vascular 
expression promoter Region being replaced with a nucleic acid 
sequence derived from\a second plant promoter and comprising a 
plant green tissue expression promoter region, the sequences being 
operably linked to a nuecleic acid sequence or gene coding for a 
polypepride to be produced, itself operably linked to a 
transcription terminat ion\ nucleic acid sequence. 

20) Expression cassette according to claim 19, wherein said first 
plant promoter originates *rom the Commelina Yellow Mottle Virus 
(CoYMV) and said second plant promoter originates from the Cassava 
Vein Mosaic Virus (CsVMV) . \ 

21) Expression cassette according' to claim 19, wherein it 
comprises at least a' part of a\nucleic acid sequence identified in 
the sequence listing under the number SEQ. ID01 fused to at least a 
part of a nucleic acid sequence identified in the sequence listing 
under the number SEQ.ID02. \ 

22) Expression cassette according* to claim 19, wherein- the 
promoter nucleic acid sequence consists of a sequence selected 
from the group consisting of the sequences identified in the 
sequence listing under the numbers S&Q.ID03, SEQ,ID04, SEQ.ID05, 
SEQ.ID06, SEQ.ID07, SEQ.ID19, SEQ.ID2\, SEQ.ID21, SEQ.ID22, 
SEQ.ID23, SEQ.ID24 and SEQ.ID25. 



